11 20 29 38 47 5 6 

5» TGG CCC CTG GAC ACC TCT GTC ACC ATG TGG TTC CTG GTT CTG TGC CTC GCC CTG 

MWFLVLCLAL 

65 74 83 92 101 110 

TCC CTG GGG GGG ACT GGT GCT GCG CCC CCG ATT CAG TCC CGG ATT GTG GGA GGC 
S L GGTGAAPP IQS RIVGG 

119 128 137 146 155 164 

TGG GAG TGT GAG CAG CAT TCC CAG CCC TGG CAG GCG GCT CTG TAC CAG AAG ACG- 
WECE.QHSQPWQAALYQKT 

173 182 191 200 209 218 

CGG CTA CTC TGT GGG GCG ACG NTC ATN GCC CCC AGA TGG TTC CTG ACA GCA GCC 
RLLCGATXXAPRWF LTAA 

227 236 245 254 263 272 

CAC TGC CTN AAG CCC CGC TAC ATA GTT CAC CTG GGG CAG CAC AAC CTC CAG AAG 
HCLKPRYIVH LGQHNLQK 

281 290 299 308 317 326 

GAG GAG GGC TGT GAG CAG ACC CGG ACA GCC ACT GAG TCC TTC CCC CAC CCC GGC 
EEGCEQTRT.ATESFPHPG 

335 344 353 362 371 380 

TTC AAC AAC AGC CTC CCC AAC AAA GAC CAC CGC AAT GAC ATC ATG CTG GTG AAG 
FNNSLPNKDHRN DIMLVK 

389 398 407 416 425 434 

ATG GCA TCG CCA GTC TCC ATC ACC TGG GCT GTG CGA CCC CTC ACC CTC TCC TCA 
MAS PVS I TWAVR PLTLS S 

443 452 461 470 479 488 

CGC TGT GTC ACT GCT GGC ACC AGC TGC CTC ATT TCC GGC TGG GGC AGC ACG TCC 
RCVTAGTSCLISGWGSTS 

497 506 515 524 533 542 

AGC CCC CAG TTA CGC CTG CCT CAC ACC TTG CGA TGC GCC AAC ATC ACC ATC ATT 
SPQ LRLPH TLRCAN ITI I 

551 560 569 578 587 596 

GAG CAC CAG AAG TGT GAG AAC GCC TAC CCC GGC AAC ATC ACA GAC ACC ATG GTG ■ 
E HQKCE NAY PGN I T D TMV 

605 614 623 632 641 650 

TGT GCC AGC GTG CAG GAA GGG GGC AAG GAC TCC TGC CAG GGT GAC TCC GGG GGC 
CASVQEGGKDSCQGDS GG 

659 66.8 677 686 695 704 

CCT CTG GTC TGT AAC CAG TCT CTT CAA GGC ATT ATC TCC TGG GGC CAG GAT CCG 
P LVCNQSLQGII SWGQDP 



FIGURE 1A 



# 



713 722 731 740 749 758 

TGT GCG ATC ACC CGA AAG CCT GGT GTC TAC ACG AAA GTC TGC AAA TAT GTG GAC 
CAITRKPGVYTKVCKYVD 

767 776 785 794 803 812 

TGG ATC CAG GAG ACG ATG AAG AAC AAT TAG ACT GGA CNT CAC CTC CGA ANC CCC 
W I Q ■ E T M K N N 

821 830 
CAC AGC CCA TCA CCC TCC ATT 3' 
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MWFLVLCLALSLGGTGAAPP 
M W F LJVLL_C_L A L_S_ L G G T G A A P P 



_ _ __ _ _ _ _ fc ■*• Q S R I 

M W F l|~I~[iJ~f1l A lJTIl G Gl I d Ia A P pf v lo S R iH tIgj^f 



r q s 



R I 



V G G 

VL G G 



W E 
W E 



N 



CEQHSQPWQAALY 
C E OH S Q P W OA A L Y 

c eIk n Is o p wI h vIaFvIy 



k t(U l iJITgIa 
[f] s t f|q c g g] I 

I Fl Al~Rl Y I O C G Gl V 



61 


L 


T A A 


H 


C 


L 


K 


P 


R 


61 


L 


T A A 


H 


C 


I 


S 


D 


N 


61 


L 


T A A 


H 


C 


Y 


N 


D 


K 



y|i[v|hjl g 
y q] lFw l g 

Y O V W L G 



Q|H N L|Q K Ejl 





T A JTj E S F P 
H V 

L lLsJ~K A I 



_ H P G F NlNjS L[p fN K D H|- 

S E S F P H P G F N M S L l | E - n| h T 
PHPGFNMS LLNKDHT 



R Q A D E 
P H P E D 



r[H 



D Y 
D Y 



"51 ifTTT 

D L M L|_L 
D L M L V 




I T| WlA V| R[p] L TIT ] S S R C 
I T D A V Kl V V E 
I T Df v lv K Pi I D 



LPT 
LPT 



V[T] A 

E Pi ePv 

E P T V 




C L|I|S'G was t] s s 
C L A S G W G S[T E 
C L A S G W G S Tl T 




E H Q K 
P[N] D E 

s lid E V 




[ I T D T M[Vfc Al S 

K V T dBm l cfy[G" 

KVTDT MLCAG 



201 sJc]_2JG D S G G P L 



209 
210 

231 
239 
240 



T C V G D S 
T C V G D S 



G G 
G G 



P L 
P_i 



"C l N Q Sl L O G II IJS W G 
C D G V L Q GlvTT S W G 
CDGVL QGITSWG 




RJK P G V YTK V C K 
N K Plslvj A V RLVI L S 
NIvIp Gl I lY T Kl L I E 



Y V 

Y V| K 
YJR S 



W I 
W I 
SL.I 




SEQ ID NO-1 
Gl 186653 
Gl 55527 

SEQ ID NO-1 
Gl 186653 
Gl 55527- 

SEQ ID NO-1 
Gl 186653 
Gl 55527 

SEQ ID NO-1 
Gl 186653 
Gl 55527 

SEQ ID NO-1 
Gl 186653 
Gl 55527 

SEQ ID NO-1 
Gl 186653 
Gl 55527 

SEQ ID NO-1 
Gl 186653 
Gl 55527 

SEQ ID NO-1 
Gl 186653 
Gl 55527 

SEQ ID NO-1 
Gl 186653 
Gl 55527 
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Library Lib Description Abun Pet Abun 



PROSNOT19 


prostate , 


59 M 








3 


0 


.0815 


PANCNOT04 


pancreas , 


5 .M 








4 


0 


.0675 


LPARNOT02 


parotid gland, 


70 M 






2 


0 


.0649 


PANCNOT01 


pancreas , 


29 M 








3 


0, 


.0642 


PRO SNOT 14 


prostate, 


60 M, 


match 


to 


PROSTUT08 


2 


0, 


.0512 


PANCNOT07 


pancreas , 


fetal 


M 






1 


0, 


.0287 


PROSNOT18 


prostate. 


58 M 








1 


0, 


.0256 


ISLTNOT01 


pancreas , 


islet 


cells, 


M/F 


2 


0. 


.0251 


PROSNOT15 


prostate, 


66 M, 


match 


to 


PROSTUT10 


1 


0 . 


.0241 


BRSTNOT05 


breast, 5 


8 F, match to 


BRSTTUT03 


1 


0. 


.0154 


PANCNOTO 5 


pancreas , 


2 M 








1 


0. 


.0146 


PROSTUT04 


prostate 


tumor, 


57 M, 


match to PRO SNOT 06 


1 


0, 


.0117 


LUNGAST01 


lung, asthma, 17 M 






1 


0. 


,0094 


PROSNON01 


prostate, 


28 M, 


NORM 






1 


0. 


,0094 


CARDFEM01 


heart, fetal, NORM, WM 




1 


0. 


0083 



FIGURE 5 



